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FREE Trial Service Order Form
Please prepare your samples based on our guideline below and drop off your samples with this form in our designated sample collection station. 
1. Applicant information: 
	Name
	
	PI name
	

	Depart
	
	Institute
	

	Address
	
	City
	

	State/ Zip
	
	Email
	

	Phone
	
	Fax
	


2. Reaction information
	No
	Template
	Primer
	DNA type
	Remarks

	
	Name
	DNA conc. (ng/ul)
	Name
	Conc.
(pmole/ul)
	PCR/plasmid
	

	1
	
	
	
	
	
	

	2
	
	
	
	
	
	

	3
	
	
	
	
	
	

	4
	
	
	
	
	
	

	5
	
	
	
	
	
	


* If your samples are ‘Premix”, please write down “Premix” on Remarks in the table. 
* If your samples are difficult templates, please specify the type of difficulty i.e. GC rich/ Homopolyer/ Hairpin(secondary structure)/ shRNA on Remarks in the table.
* Please be reminded that we accept only purified PCR products or plasmids for Free Trial. 

3. Sample Requirements
	Template type
	Template Concentration
	Template Volume
	Primer Concentration
	Primer volume

	Plasmid
	100-200 ng/uL
	10 uL
	5 picomole/uL
	10 uL

	PCR product
	5-40 ng/uL
	10 uL
	5 picomole/uL
	10 uL

	<Premix Ratio> in case of premix format, please refer to the following ratio.
* Plasmid DNA + Primer: 8ul (600ng-1.6ng) + 4ul (8 pmol)
* Purified PCR + Primer: 8ul (40-320ug) + 4ul (8 pmol)


4. Universal primers available in MacrogenUSA (you do not need to provide primers)
	Name
	Sequence(5'-3')
	Name
	Sequence(5'-3')

	M13F(-20)
	GTAAAACGACGGCCAGT
	DON1-forward
	TCGCGTTAACGCTAGCATGGATCTC

	M13R(-20)
	GCGGATAACAATTTCACACAGG
	DON2-reverse
	GTAACATCAGAGATTTTGAGACAC

	M13F-pUC(-40)
	GTTTTCCCAGTCACGAC
	EGFP-C
	ATGGTCCTGCTGGAGTTC

	M13R-pUC(-40)
	CAGGAAACAGCTATGAC
	EGFP-N
	CGTCGCCGTCCAGCTCGACCAG

	T7
	AATACGACTCACTATAG
	GLprimer1
	TGTATCTTATGGTACTGTAACTG

	T7 Promoter
	TAATACGACTCACTATAGGG
	GLprimer2
	CTTTATGTTTTTGGCGTCTTCC

	T7 terminator
	GCTAGTTATTGCTCAGCGG
	pBAD Forward
	ATGCCATAGCATTTTTATCC

	T3
	ATTAACCCTCACTAAAG
	pBAD Reverse
	GATTTAATCTGTATCAGG

	SP6
	ATTTAGGTGACACTATAG
	pFastBacF
	GGATTATTCATACCGTCCCA

	BGH-rev
	CTAGAAGGCACAGTCGAGGC
	pFastBacR
	CAAATGTGGTATGGCTGATT

	pGEX5
	GGCAAGCCACGTTTGGTG
	pQEPromotor
	CCCGAAAAGTGCCACCTG 

	pGEX3
	GGAGCTGCATGTGTCAGAGG
	pQEReverse
	GTTCTGAGGTCATTACTGG 

	5'AOX
	GACTGGTTCCAATTGACAAG
	pTriplEx 3'
	ACTCACTATAGGGCGAATTG

	3'AOX
	GCAAATGGCATTCTGACATCC
	pTriplEx 5'
	CTCGGGAAGCGCGCCATTGTGTTGGT

	CMV-for
	CGCAAATGGGCGGTAGGCGTG
	RVprimer3
	CTAGCAAAATAGGCTGTCCC

	S-Tag primer
	GAACGCCAGCACATGGACA
	RVprimer4 
	GACGATAGTCATGCCCCGCG


